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Evolution of the Araliaceae family inferred from complete
chloroplast genomes and 455 nrDNAs of 10 Panax-related

species

Kyunghee Kim*, Van Binh Nguyen*, Jingzhou Dong, Ying Wang, Jee Young
Park, Sang-Choon Lee and Tae-Jin Yang

(20173 79 7Y, Scientific Reports Al #H)

(Aralia) 2 ==

=
=3
o O o]& 105997 d Mo £33 A2 FA3 AT

i



Rapid amplification of four retrotransposon families promoted

speciation and genome size expansion in the genus Panax
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