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Comparative transcriptome and metabolome analyses of four
Panax species explore the dynamics of metabolite biosynthesis

Hyunjin Koo*, Yun Sun Lee*, Van Binh Nguyen, Vo Ngoc Linh Giang, Hyun Jo Koo,
Hyun-Seung Park, Padmanaban Mohanan, Young Hun Song, Byeol Ryu, Kyo Bin Kang,
Sang Hyun Sung, and Tae-Jin Yang

(Journal of ginseng research, 20223 7€¥€ <&}2l AAH)
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qofl #TAst= 2. 3-OXIDOSQUALENE CYCLASE OSCO)7t oluliA| Panax ZOol|A 4
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2t AR5t dammarane AlE AAl=Ato]=0] FFFL ofufA] Fof vls] AREA] FoM O =2 Zlo=z
ATt o]2 B2 whole genome duplication(WGD) @74fo] AMNA| Panax %9 E|g|=3 AHgHA
Z2ol YFS 05SS 95T 4 AUk
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Genetic and chemical markers for
authentication of three Artemisia species:
A. capillaris, A. gmelinii, and A. fukudo
Yun Sun Lee'*“*, Sunmin Woo®**", Jin-Kyung Kim'“, Jee Young Park’, Nur
Kholilatul Izzah'®, Hyun-Seung Park’, Jung Hwa Kang?, Taek Joo Lee?, Sang
Hyun Sung®’, Kyo Bin Kang**#, Tae-Jin Yang'*
1 Department of Plant Science, Plant Genomics and Breeding Institute, Research Institute of Agriculture and
Life Sciences, College of Agriculture and Life Sciences, Seoul National University, Seoul, Republic of Korea,
2 College of Pharmacy and Research Institute of Pharmaceutical Sciences, Seoul National University, Seoul,
Republic of Korea, 3 Hantaek Botanical Garden, Yongin, Republic of Korea, 4 Research Institute of
Pharmaceutical Sciences, College of Pharmacy, Sookmyung Women's University, Seoul, Republic of Korea
(Plos one, 2022 3¥ AX)
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Assessing the genetic and chemical diversity of Taraxacum species in the
Korean Peninsula

Yun Sun Lee ", Jinkyung Kim ™", Sunmin Woo " "+*, Jee Young Park °, Hyun-Seung Park*,
Hyeonah Shim “, Hong-Il Choi “, Jung Hwa Kang“, Taek Joo Lee , Sang Hyun Sung ™~,
Tae-Jin Yang ™ , Kyo Bin Kang b.e

L Department of Agriculture, Forestry and Bioresources, Plant Genomics and Breeding Instinute, College of Agriculture and Life Sciences, Seoul National University, Seoul,
08826, Republic of Korea

® College of Pharmacy and Research Instinute of Pharmaceutical Sciences, Seoul National University, Seoul, 08826, Republic of Korea

° Advanced Radiation Technology Institute, Korea Atomic Energy Research Instdrute, Jeongeup, 56212, Republic of Korea

4 Hantaek Botanical Garden, Yongin, 17183, Republic of Korea

* Research Instinute of Pharmaceutical Sciences, College of Pharmacy, Sookniyung Women's University, Seoul, 04310, Republic of Korea

(Phytochemistry, 2020 11¥€ AA|)
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2. XM Alo]E (Ginsenoside)
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& =40 39 SF% 2 AR T2t AAAlE BF/7F UHE JR7EA] B AN A EE of
150802 d=iA Qo

3. ¥@&X §AA (Chloroplast Genome)
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